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mumlsa3935c7 .pep x mumlsa393 5c2 .pep (Murine splice variants] 



1 MTRSPALLLLLLGALPSAEAARGPPRMADKWPRQVARLGRTVRLQCPVE 50 

1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 i ! i ! 

1 MTRSPALLLLLLGALPSAEAAR 22 



101 FGSLSVNYTLIIMDDISPGKESPGPGGSSGGQEDPASQQWARPRFTQPSK 150 

I M M I M M 1 1 1 i 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 ! ! 1 1 ! II ! 

23 DDISPGKESPGPGGSSGGQEDPASQQWARPRFTQPSK 59 

151 MRRRVIARPVGSSWLKCVASGHPRPDIMWMKDDQTLTHLEASEHRKKKW 2 00 

1 1 1 ! ! 1 1 f 1 1 f i i 1 ! ! I ! 1 1 1 ! ! I i 1 f f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

60 MRRRVIARPVGSSVRLKCVASGHPRPDIMWMKDDQTLTHLEASEHRKKKW 109 
201 TLSLKNLKPEDSGKYTCRVSNKAGAINATYKVDVIQRTRSKPVLTGTHPV 2 50 

' i I M 1 ' : ; ! m M i i ii I M ! I II 1 1! II 1 1 1 ! 1 1 1 1 1 Mill! ! I ! 1 1 

110 TLSLKNLKPEDSGKYTCRVSNKAGAINATYKVDVIQRTRSKPVLTGTHPV 159 
251 NTTVDFGGTTSFQCKVRSDVKPVIQWLKRVEYGSEGRHNSTIDVGGQKFV 3 00 

llliilillllllilMlllilllitlllllililllMIiililillil 

160 NTTVDFGGTTSFQCKVRSDVKPVIQWLKRVEYGSEGRHNSTIDVGGQKFV 209 
301 VLPTGDVWSRPDGSYLNKLLISRARQDDAGMYICLGANTMGYSFRSAFLT 3 50 

1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 MM 1 1 1 1 )! 1 1 1 1 1 1 i I i 1 1 1 

210 VLPTGDVWSRPDGSYLNKLLISRARQDDAGMYICLGANTMGYSFRSAFLT 2 59 
3 51 VLPDPKPPGPPMASSSSSTS LPWPWIGIPAGAVFILGTVLLW LCQTKKK 400 

1 1 1 II i I II 1 1 1 1 1 1 1 1 1 M MlilllMillllllililMI i 1 1 M 1 1 

260 VLPDPKPPGPPMASSSSSTSLPWP WIGIPAGAWILGTVLL WLCQTKKK 309 
401 PCAPASTLPVPGHRPPGTSRERSGDKDLPSLAVGICEEHGSAMAPQHILA 450 

1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 i 1 1 i I i 1 1 1 1 1 1 1 ! 1 1 1 i 1 1 1 1 1 1 1 

310 PCAPASTLPVPGHRPPGTSRERSGDKDLPSLAVGICEEHGSAMAPQHILA 359 
451 SGSTAGPKLYPKLYTDVHTHTHTHTCTHTLSCGGQGSSTPACPLSVLNTA 500 

M M I M M M M M M I II M M M M 1 1 M I M M M M 1 1 M 1 1 1 1 1 

360 SGSTAGPKLYPKLYTDVHTHTHTHTCTHTLSCGGQGSSTPACPLSVLNTA 409 
501 NLQ ALC PEVG I WGPRQQVGR IENNGGRVS 529 

M 1 1 II I M M M I M M I M M 1 1 1 M I 

410 NLQALCPEVGIWGPRQQVGRIENNGGRVS 43 8 



FIGURE 2 
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